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Introduction

This paper used a multi-criteria
decision analysis (MCA) method to
evaluate different technological factors
vital for creating protein-rich mutants.
These factors are microorganism
strains, agro-industrial waste
substrates used as process
feedstocks, AA Inhibitors, and
mutagenesis methods.

Single-cell protein (SCP) Is a promising alternative for replacing plant and animal-
derived dietary proteins Improving these microorganism strains by enhancing their
properties and productivity Is vital to increasing SCP competitiveness. The use of AA
Inhibitors to promote selective pressure on SCP-producing strains Is a novel concept
and Is not a widely explored approach, therefore, the further development of this method
should be explored.

This study aims to compare and find the best alternatives for creating edible protein-rich
mutants Iin four technological aspects. To achieve that (MCA) was used to identify the
best alternatives in each group and find the “closest to ideal”. Finding the potentially
best solution could be beneficial for developing a methodology for creating new SCP-
producing mutant strains.

Methodology - MCA
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Fig. 1. MCA methods TOPSIS (Technique for Order Preference by Similarity to Ideal Solution) algorithm
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